Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.003 Å; R factor = 0.038; wR factor = 0.087; data-to-parameter ratio = 13.8.
In the title compound, C 25 H 26 N 2 OS, the diethyl-substituted benzene ring forms dihedral angles of 67.38 (9) and 55.32 (9) with the terminal benzene rings. The molecule adopts a transcis conformation with respect to the orientations of the diphenylmethane and 1,3-diethylbenzene groups with respect to the S atom across the C-N bonds. This conformation is stabilized by an intramolecular N-HÁ Á ÁO hydrogen bond, which generates an S(6) ring. In the crystal, pairs of N-HÁ Á ÁS hydrogen bonds link the molecules into inversion dimers, forming R 2 2 (6) loops. The dimer linkage is reinforced by a pair of C-HÁ Á ÁS hydrogen bonds, which generate R 2 2 (8) loops. Weak C-HÁ Á Á and -[centroid-centroid seperation = 3.8821 (10) Å ] interactions also occur in the crystal structure.
Related literature
For related structures and backgroud to thiourea derivatives, see: Yusof et al. (2012a,b) . For hydrogen-bond motifs, see: Bernstein et al. (1995) . For the stability of the temperature controller used for the data collection, see: Cosier & Glazer (1986) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the C1-C6 benzene ring. compound, (I), (Fig. 1) .
The bond lengths and angles are comparable to those in related structure (Yusof et al., 2012a,b) . The diethyl-substituted benzene ring (C16-C21) forms dihedral angles of 67.38 (9) and 55.32 (9)° with the terminal benzene rings (C1-C6 & C8-C13), respectively. The molecule adopts a trans-cis conformation with respect to the position of diphenylmethane and 1,3-diethylbenzene groups to the sulfur (S1) atom across the C-N bonds, respectively. These configuration further resulting in an S(6) graph-set motif (Bernstein et al., 1995) via intra-molecular N2-H1N2···O1 hydrogen bond (Table 1 ).
In the crystal (Fig. 2) , molecules are linked into dimers via N1-H1N1···S1 and C7-H7A···S1 hydrogen bonds (Table   1) , generating R 2 2 (6) and R 2 2 (8) loops. C10-H10A···Cg1 (Table 1) interactions and π-π interactions of Cg1···Cg1 = 3.8821 (10) Å (symmetry code: -x, 2-y, 2-z) further stabilized the crystal structure (Cg1 is the centroid of C1-C6).
An acetone (30 ml) solution of 2,6-diethylaniline (2.01 g, 13.5 mmol) was added to a round-bottom flask containing 2,2-diphenylacetyl chloride (3.10 g, 13.5 mmol) and ammonium thiocyanate (1.03 g, 13.5 mmol). The mixture was put at reflux for 2.5 h then filtered off and left to evaporate at room temperature. The colourless precipitate obtained was washed with water and cold ethanol. Colourless plates were obtained by recrystallization of the precipitate from MeOH solution.
Refinement
N-bound H atoms was located from the difference map and refined freely, [N-H = 0.85 (2) and 0.86 (2) Å]. The remaining H atoms were positioned geometrically [C-H = 0.95-1.00 Å] and refined using a riding model with U iso (H) = 1.2 or 1.5 U eq (C).A rotating group model was applied to the methyl groups. In the final refinement two outliers were omitted (6 -2 8 and 5 -3 6). The molecular structure of the title compound with 50% probability displacement ellipsoids. Symmetry codes: (i) −x, −y+1, −z+2; (ii) x−1, y, z.
Computing details

